In the title molecule, C 20 H 21 N 3 O, the central pyrazole ring forms dihedral angles of 4.75 (9) and 49.11 (9) , respectively, with the phenyl and methyl-substituted benzene rings. The dihedral angle between the phenyl and benzene rings is 51.76 (8) . The amino group and carbonyl O atom are involved in an intramolecular N-HÁ Á ÁO hydrogen bond. In the crystal,interactions are observed between benzene rings [centroid-centroid seperation = 3.892 (2) Å ] and pyrazole rings [centroid-centroid seperation = 3.626 (2) Å ], forming chains along [111] . The H atoms of the methyl group on the p-tolyl substituent were refined as disordered over two sets of sites in a 0.60 (4):0.40 (4) ratio.
Related literature
For applications of pyrazole derivatives, see: Wang et al. (2005) ; Vyas et al. (2011) . For general background to Schiffbased pyrazole derivatives, see: Kahwa et al. (1986) . For related structures, see: Sharma et al. (2012) ; Abdel-Aziz et al. Table 1 Hydrogen-bond geometry (Å , ).
Data collection: CrysAlis PRO (Oxford Diffraction, 2010); cell refinement: CrysAlis PRO; data reduction: CrysAlis PRO; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 for Windows (Farrugia, 2012); software used to prepare material for publication: PLATON (Spek, 2009). supplementary materials . E69, o1271 [doi:10.1107/S1600536813019144] Schiff bases of pyrazolone have been playing an important part in the development of coordination chemistry (Kahwa et al., 1986) . Consequently, a large number of these species have been reported to be superior reagents in biological, pharmacological, clinical and analytical applications (Wang et al., 2005) . As part of an investigation of their crystal structures, which will provide useful information for the coordination properties of Schiff bases functioning as ligands, we report here the synthesis and molecular structure of the title compound. It was prepared as part of our on-going studies of azo dyes with possible medical applications (Vyas et al., 2011) . The bond distances in the title compound are comparable to the closely related structures (Abdel-Aziz et al., 2012; Sharma et al., 2012) . The central pyrazole (N1/N2/C3/C4/C5) ring makes dihedral angles of 4.75 (9)° and 49.11 (9)°, respectively, with the phenyl (C6-C11) and methyl-substituted benzene (C12-C17) rings. The dihedral angle between the phenyl and benzene rings is 51.76 (8)°. The amino group and the carbonyl oxygen atom are involved in an intramolecular N-H···O hydrogen bond. In the crystal, π···π interactions are observed between the benzene rings [centroid-centroid seperation = 3.892 (2) Å, interplanar spacing = 3.474 Å, centriod shift = 1.75 Å, symmetry code: -x,-y,-z] and pyrazole rings [centroid-centroid seperation = 3.626 (2) Å, interplanar spacing = 3.490 Å, centriod shift = 0.98 Å, symmetry code: 1 -x,1 -y,1 -z] (see Fig. 2 ).
Experimental
An equimolar (10 mmol) ethanolic solution (50 ml) of 3-methyl-1-phenyl-4-propionyl-1H-pyrazol-5(4H)-one and ptoluidine was refluxed for 6 h in round bottom flask, whereupon a microcrystalline yellow precipitate appeared. The product was then isolated and recrystallized from ethanol, and then dried in vacuum to give the title compound in 80% yield. Light Yellow single crystals suitable for X-ray analysis were obtained by slow evaporation of an ethanol solution of the title compound.
Refinement
Atom H19 attached to N19 was located in a difference map and refined isotropically. The remaining H atoms were positioned geometrically and were refined as riding on their parent C atoms, with C-H distances of 0.93-0.97 Å and with U iso (H) = 1.2U eq (C), except for the methyl groups where U iso (H) = 1.5U eq (C). The H atoms of the methyl group (C18) on the p-tolyl substituent were refined as disordered over two sets of sites in a ratio of 0.60 (4):0.40 (4).
Computing details
Data collection: CrysAlis PRO (Oxford Diffraction, 2010); cell refinement: CrysAlis PRO (Oxford Diffraction, 2010); data reduction: CrysAlis PRO (Oxford Diffraction, 2010); program(s) used to solve structure: SHELXS97 (Sheldrick, supplementary materials sup-2 . E69, o1271 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: ORTEP-3 for Windows (Farrugia, 2012) ; software used to prepare material for publication: PLATON (Spek, 2009).
Figure 1
The molecular structure of the title compound. The probabilty ellipsoids are drawn at the 40% probability level. H atoms are shown as small spheres of arbitrary radii. supplementary materials sup-3 . E69, o1271
Figure 2
The packing arrangement of molecules viewed along the a axis. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. (19) H18A-C18-H18B 109.5 N2-C3-C23 118.1 (2) C15-C18-H18C 109.5 C4-C3-C23 130.2 (2) H18A-C18-H18C 109.5 C20-C4-C3 133.0 (2) H18B-C18-H18C 109.5
(Z)-3-methyl-4-[1-(4-methylanilino)propylidene]-1-phenyl-1H-pyrazol-5(4H)-one

Crystal data
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
